Table 6. Effect of age, gender, and race on normal airway transcriptome

Affymetrix ID Gene Variable Age Gender Race Age:Gender | Gender:Race Model
200832_s_at SCD Age 5.82E-03 6.98E-05 2.98E-05 3.54E-04
214501 s at H2AFY 8.01E-03 8.21E-03
200596_s_at EIF3S10 9.85E-03 9.00E-03 1.00E-03 9.68E-03
205483_s_at G1P2 1.79E-10 3.39E-07 2.86E-12 2.99E-11
213826_s_at H3F3A 2.63E-10 2.81E-06 2.06E-12 2.20E-11
200629 _at WARS 5.05E-10 8.36E-07 3.28E-12 3.74E-11
213350_at RPS11 6.56E-10 3.15E-06 1.14E-11 8.29E-11
201601_x_at MGC27165 8.70E-09 7.08E-05 2.16E-10 2.59E-09
216246 _at RPS20 1.74E-08 4.79E-05 3.12E-10 2.44E-09
212044 _s_at RPL27A 1.43E-07 5.84E-05 1.04E-09 5.56E-09
202270_at GBP1 2.07E-07 2.34E-04 3.01E-09 2.86E-08
216841 s at SOD2 3.02E-06 5.01E-05 1.50E-08 3.60E-08
205569 _at LAMP3 3.76E-06 2.72E-04 1.87E-03 3.51E-09 1.29E-08
212952 at CALR 4.38E-06 5.41E-03 7.19E-08 5.00E-07
204224 s at GCHI 6.22E-06 1.22E-03 1.34E-07 8.72E-07
208012 x_at SP110 1.02E-05 6.76E-04 9.71E-07 8.10E-06
204994 _at MX2 1.35E-05 2.04E-03 5.00E-08 5.34E-07
202086 _at MX1 1.63E-05 8.24E-04 8.87E-07 1.13E-05
216609 _at TXN 2.05E-05 3.15E-07 3.67E-06
202269 _x_at GBP1 3.18E-05 3.57E-03 1.64E-06 1.03E-05
213642 _at RPL27 4.79E-05 8.95E-03 3.98E-07 5.62E-06
208771_s_at LTA4H 7.96E-05 4.22E-05 6.35E-03 1.26E-04
207332_s_at TFRC 8.27E-05 1.87E-05 1.50E-04
200887_s_at STATI1 8.73E-05 5.24E-07 6.50E-06
201315 x_at IFITM2 1.02E-04 1.70E-05 1.90E-04
214617 _at PRF1 1.21E-04 1.26E-03 1.91E-07 1.42E-06
207096 _at SAA4 1.48E-04 4.86E-07 7.09E-07
214149 s at ATP6VOE 1.79E-04 8.60E-03 9.07E-07 2.32E-05
221477 s _at SOD2 2.11E-04 9.36E-07 6.94E-06
204211 _x_at PRKR 2.25E-04 1.64E-05 8.82E-05
217933 s at LAP3 2.41E-04 1.71E-06 1.40E-05
214001 _x_at RPS10 2.86E-04 2.16E-06 4.25E-05
201883 s at B4GALT1 3.01E-04 3.22E-06 9.00E-05
209969 _s_at STATI1 3.23E-04 2.72E-03 1.12E-06 1.84E-05
209696 _at FBP1 4.09E-04 6.63E-04 1.86E-03 3.99E-04
217738 _at PBEF 9.61E-04 7.19E-05 7.42E-04
208018_s_at HCK 1.62E-03 5.62E-05 4.76E-04
201426_s_at RPLP2 1.68E-03 1.07E-03 6.34E-04
218986_s_at FLJ20035 1.75E-03 1.57E-04 2.14E-03
214315 _x_at CALR 2.03E-03 8.91E-06 1.62E-04
202446_s_at PLSCR1 2.28E-03 1.56E-04 8.46E-04




Affymetrix ID Gene Variable Age Gender Race Age:Gender | Gender:Race Model
203767_s_at STS 2.88E-03 1.03E-03 7.85E-04
208448 _x_at IFNA16 3.25E-03 4.68E-04 1.06E-03
221671 _x_at IGKC 3.84E-03 2.25E-03 9.73E-03
217388 _s_at KYNU 4.99E-03 6.02E-03 2.61E-04 2.91E-04
205831 _at CD2 6.14E-03 3.16E-05 9.65E-04
201909 _at RPS4Y 6.92E-03 4.35E-06
214453 s at IF144 7.13E-03 7.63E-05 6.61E-04
203535_at S100A9 7.38E-03 6.52E-04 5.27E-04
211654 x_at HLA-DQBI1 7.67E-03 3.93E-03 6.32E-03
211074 _at --- 8.57E-03 4.91E-03 4.73E-05 3.07E-04
204232 _at FCERIG Age:Gender 1.02E-03 5.85E-03
201721 s at LAPTMS 1.67E-03 7.61E-03
215193 _x_at HLA-DRBI1 4.34E-03 8.31E-03
203239_s_at CNOT3 4.66E-03 9.82E-03
211546 _x_at SNCA 8.80E-03 3.35E-03
201386_s_at DDX15 9.62E-03 7.88E-03
214057 at MCLI 3.42E-05 9.71E-04
204198 _s_at RUNX3 1.66E-04 3.94E-03
214329 x_at TNFSF10 2.18E-04 6.13E-03
217739_s_at PBEF 2.46E-04 1.56E-03
201160_s_at CSDA 4.32E-04 8.24E-03
213537 at HLA-DPA1 4.73E-04 2.56E-03
221419_s_at - 5.26E-04 8.89E-03
213101 _s at ACTR3 5.49E-04 3.46E-03
221087_s_at APOL3 5.57E-04 3.43E-03
221508 _at JIK 6.00E-04 5.07E-03
209732 _at CLECSF2 7.67E-04 7.99E-03
200956_s_at SSRP1 8.04E-04 1.78E-03
208627 _s_at NSEP1 1.78E-03 4.65E-03

Multiple linear regression results performed on the top 10% most variable genes

(calculated by using the coefficient of variation) in the normal airway transcriptome. A
general linear model was used to explore the relationship between gene expression and

age, race, gender, and the three possible two-way interaction terms. Seventy models
having a P value of 0.01 are shown along with the P values for the significant regressors

(P<0.01).




